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Introducing BaseJumper Services Pipeline Bundles

BaselJumper Services, through ResolveServicess™, offers comprehensive bioinformatics pipeline
bundles, designed to answer your most common research questions. Built directly on BioSkryb
chemistries, these pipelines provide unmatched accuracy in variant calling, deliver somatic calls,
and publication-ready figures. These exclusive analysis pipeline bundles are powered by NVIDIA®
Parabricks® and Google® DeepVariant.

DeepVariant Pipeline

. . . . Cell and Gene Therapy Neoantigen Detection
with Somatic Heuristic o -

Filtering Bundle Pipeline Bundle Pipeline Bundle
Questions answered Questions answered Questions answered
Howdoldetect theevolutionof . Whatdomyon-targeteditslook - \Whatneoantigens are present in
rare somatic variants/clones? o like? . mycells?

How do I visualize and explain - Whatisthe extentof genome-  *  Can|delineate TCR/VDJ clonality
clonal architecture? - wide off-target changes? ° orrearrangements?
How do | define my clonal . Whatis my editing efficiency? - Howdo | visualize biomarker
dynamics? . . targetdiscovery?
Outputs Outputs Outputs
e Phylogenetic trees . e Circosplot . o Biomarkerheatmap
e Evolutionary node analyses o Site specific variation .« HLAmapping
o Off-target prediction - o B/Tcellrepertoire
e Edit summary heat map ¢ e Predictedpeptides

(including zygosity)
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Don’t see what you need? Customized bioinformatic pipelines and figure generation services are available
through BaseJumper Services. Scan the QR code to getin contact with us.
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